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Modern Breeding for Reference Genome Synteny:

Sub-Saharan Africa '\ / Soybean, Medicago and Arabidopsis

3 : HarvEST: Cowpea displaying syntenic relationship
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Genome Wide Selection

(www.harvest-web.org http://harvest.ucr.edu)

SNP Genotyping Sequence Collection

1536 SNPs using lllumina GoldenGate Assay 183,000 ESTs

640 accessions genotyped 30,000 BAC end sequences

7 RIL populations genotyped 30,000 SSRs and 10,000 high quality SNPs
Minimal tiling path BACs genotyped available

Examples of genotype responses to drought (left) and

Genetic Map Physical Map

Macrophomina (right) in field plots.
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