Evaluation of two novel root traits for soil resource acquisition in common bean
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We have identified two root architectural traits that may
be important for water and nutrient acquisition in common
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Bean genotypes with 3 whorls had greater biomass under low P _ - - _ “ . ' T " _
conditions in the field than related genotypes (RILs) having 2 whorls. Field eva}luatlon_ of lines contrastlng for BRGA plasticity in the field in

Bars are means * SE of 4 replicates, 3 RILs each category. Mozambique- trials also underway in Honduras and USA
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