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mportance of deploying the crop ontology

“ Focuses on crop-specific anatomy, development, and trait % To facilitate the use of comparative biology infrastructure for
ontology for the GCP mandate crops (Figure 1). crops by integrating diverse crop data and providing end-users
* Provides the exact meaning of terms related to phenotypes and researchers with a user-friendly tool (Figure 2).
described by crop physiologists, plant breeders, and other crop < Data related to phenotype and genotype available in CGIAR
scientists. databases cannot be annotated by current ontologies because

% Consolidates across crops and adds to existing public ontology. = necessary terms are missing.

+ Free text is used for complex descriptions of phenotypes and
trait names which is almost impossible to index and search in a
meaningful way.
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Figure 2. Integration needs across diverse crop data

Ontology development and registration Online ontology lookup service

+ Decomposing complex trait names into several simple terms

(Figure 3). s = TR

+ Allocating simple terms into various ontology domains to | N —
properly annotate available data related to crop phenotypes —— — e R
(Figure 3, 4). I mmme i e

« Crop ontology to be registered in the OBO-Foundry.
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« Integrating controlled vocabulary from the crop ontology and
other ontologies into the ICIS model and other Crop
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Information Systems (Figure 5). B =
% Testing Terminizer: software for assisted detection of Pmteret : =

ontological terms (http://terminizer.org/). ;::_.:.“.“ . -
« Text tagging using the MS Word 2007 add-in for applying e 5

ontological terms.
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Key actions for a sustainable crop ontology

+ Develop avalidation process for ontology terms involving a community of crop experts and botanists. Sustain curation by the
community of practice and maintain networks with other communities developing related ontology.

+ Initiate new crop ontology as necessary: e.g. cassava.

% Apply the crop ontology in the GCP phenotyping templates for annotation of representative data sets by researchers and
integrate it into crop databases, e.g. the International Crop Information System (ICIS).

% Integrate ontology management into the GCP platform for distributed integration of data across the Internet.
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