GCP-SP4 Task 13: Development of an integrated decision support system for marker-assisted plant breeding
Activity 1: Analysis of existing software and methods
Sub-Activity 1a: Identify freely available software
Table 1. List of FREE software

	Item #
	Requirement
	Name of FREE software you have used and/

or you know of 

[Put an asterisk (*) on software you have used]
	Operating System

(Windows, Linux, …)

on which the software works

	1
	Generating experimental design and field layout for phenotyping
	1. XYZ 

2. PQR*

…
	1. (For software XYZ)

2. (For software PQR)

…

	2
	Conducting biometric (including spatial) analysis of phenotyping data
	1.

2.

…
	1.

2.

…

	3
	Building genetic linkage maps (mapping-population-based)
	1.

2.

…
	1.

2.

…

	4
	QTL analysis (Mapping-population-based and linkage-map-based) 
	1.

2.

…
	1.

2.

…

	5
	Determining sample size for foreground/background selection 
	1.

2.

…
	1.

2.

…

	6
	Estimation and graphical display of RGC of selected individuals
	1.

2.

…
	1.

2.

…

	7
	Association (linkage disequilibrium) mapping 
	1.

2.

…
	1.

2.

…


Table 2. Information on FREE software you have used

	Software Name

[Only those marked with an asterisk (*) in Table 1]
	Item # (See Column 1 in Table 1)
	How would you rate it on a 1-5 scale?

1=Least satisfied

5=Highly satisfied 
	Any other comments

(Related, eg, to input data file format requirements, Data size constraints, etc)

	PQR 
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